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IN THE UNITED STATES PATENT AND TRADEMARK OFFICE 
Applicant: H. Robert Horvitz et al. Art Unit: 1633 

Serial No.: 09/993,420 Examiner: 
Filed: November 6, 2001 Customer No.: 21559 

Title: IDENTIFICATION AND CHARACTERIZATION OF A GENE 

WHICH PROTECTS CELLS FROM PROGRAMMED CELL DEATH 
AND USES THEREFOR 

BOX MISSING PARTS 
Assistant Commissioner for Patents 
Washington, D.C. 20231 

STATEMENT UNDER 37 C.F.R. § 1.825 

In reply to the Notice to File Missing Parts of Application mailed January 24, 

2002 and as required by 37 C.F.R. § 1.825(a), enclosed is an amended Sequence Listing 

consisting of 13 sheets to be inserted at the end of the application, as indicated in the 

accompanying Preliminary Amendment. 

The amendments made were to correct the misaligned amino acid numbering and 

to include the present patent application number and filing date. I hereby submit that the 

substitute sheets contain no new matter. 

As required by 37 C.F.R. § 1.825(b), enclosed is a diskette containing a copy of 



the Sequence Listing in computer readable form including all previously submitted data 
with the amendments incorporated therein. As required by 37 C.F.R. § 1.821(f), I hereby 
state that the contents of the computer readable form are the same as the contents of the 
paper copy. 

If there are any charges or any credits, please apply them to Deposit Account No. 



03-2095. 



Date 




Respectfully submitted, 




Clark & Elbing LLP 
101 Federal Street 
Boston, MA 02110 
Telephone: 617-428-0200 
Facsimile: 617-428-7045 

F:\01997\01997.201006 Sequence statement amendment. wpd 
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■JSoIogy Systems Branch of the Scientific and Technical Information 
!faC) detected errors when processing the following computer readable 



form: 

Application Serial Number: 
Source: 

Date Processed by STIC: 



\z\(o\0\ 



vttf ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. ^ 

rcSSS^UESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 



2) 



FOR CRF 



FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX^703^08-4216. 

U e-mail help: r»' ; "" t.rin@usDto.gov or phone 703-306-41 Wax) 
PATENTIN 3.0 r r-»»"'r r «in3h,lhfi)i. S pto. g ov or phone 703-306-4119 (R. Wax) 



PATENTTN 2.1 e-mai. help: p a tin?.lhel P (g>.»spto.gov or phone 703-306-41 W^Wax) 
TENTIN 3.1 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE Tffi CHECIOER 
S™STo PROGRAM. ACCESSIBLE THROUGH THE US. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 



Checker Version 3.0 

The Checker Version 3.0 application is a state-of the-art Windows based software program 
exploit a logS and motive user-interface to check whether a sequence hstmg .s,n 
Zplii wS format and content rules. Checker Version 3.0 works for sequence ; hstngs 
SneratTd for the original version of 37 CFR §§1.821 - 1.825 effective October I 1990 (old 
Ss) and Se revised version (newrules) effective July 1, 1998 as well as World Intellectual 

Choker albws public users to check sequence listi ngs m Computcrl^ble form 
S) before subniitUng them to the Umted 

S3 pnor^lmg^the se^eHc^iisting is expected to result m fewer enored sequence 
listines/thus saving to 




Raw Sequence Listing Error Summary 



F ppnp DETECTED 

ATTN: NEW RULES CASES: 

1 Wrapped Nucleics 

Wrapped Aminos 



2 Invalid Line Length 

3 \/ Misahgned Amino 
Numbering 

A Non-ASCII 



SUGGESTED rORRECTION 



SERIAL 



NUMBER: 



10 



ii 



12 



Variable Length 



Patentln 2.0 
" "bug" 



_Skippcd Sequences 
(OLD RULES) 



PLEASE DISREGARD ENGLISH "ALPHA" HEADERS, WlfiCII WERE INSERTED BY PTO SOFTWARE 

The mimberAext at the end of each line "wrapped" down to the next line. This may occur if your file 
was retrieved in a word processor after creating it. Please adjust your right margin to .3; this will 
prevent "wrapping." 

The" rules require that a line not exceed 72 characters in length. This includes white spaces. 

The numbering under each 5* amino acid is misaligned. Do not use tab codes between numbers- 
use space characters, instead. 

The submitted file was not saved in ASCII(DOS) text, as required by the Sequence Rules. Please 
ensure your subsequent submission is saved in ASCII text. 

Sequences) contain n's or Xaa's representing more than one residue. Per Sequence Rules, 
cadi n or XaTTan only represent « single residue. Please present the maximum numto of ewh 
residue having variable length and indicate in the <220>-<223> section that some may be missing. _ 

A "bug" in Patentln version-2.0 has caused the <220>-<223> section to be missing from amino acid 
^nnencerfs^ Normally. Patentln would automatically generate this section from the 

Sv^S dednudeicac id sequence. Please manually copy the relevant^20>-<223> section to 
Xe subsequent amino acid sequence. This applies to the mandatory <220>-<223> scct.ons for 
Artificial or Unknown sequences. 

Sequencers) missing. If intentional, please insert the following lines for each skipped sequence: 

(2) INFORMATION FOR SEQ ID NO:X: (insert SEQ ID NO where "X" is shown) 

(\\ SEQUENCE CHARACTERISTICS: (Do not insert any subheadings under this heading) 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:X: (insert SEQ ID NO where "X" is shown) 

This sequence is intentionally skipped 

Please also adjust the "(ii) NUMBER OF SEQUENCES:" response to include the skipped sequences. 



Skipped Sequences 
"(NEW RULES) 



Sequence^) missing. 

<210> sequence id number 
<400> sequence id number 
000 



If intentional, please insert the following lines for each skipped sequence. 



nc^f n^nrWs Use of n's and/or Xaa's have been detected in the Sequence Listing. 
-JSw Si n%?i Pe 1 823 oTsequence Rules use of <220>-<223> is MANDATORY if n's or Xaa's are present. 
(NEW RULES) Perl .823 of J^J^ cxpWm location of n or X aa, and which residue n or Xaa represents. 

Per 1 823 of Sequence Rules, the only valid <213> responses are: Unknown, Artificial Sequence or 
^^^^sped^ <220>-<223> section is required when<213> response is Unknown or 
is Artificial Sequence 



Invalid <213> 
Response 

Use of<220> 



Patentln 2.0 
"••bug" 



Sequences) missing the <220> "Feature" and associated numeric identifiers and responses. 

Use SS^m> is MANDATORY if <213> "Organism" response is "Art.fical Sequence' or 

"Unknown " Please explain source of genetic material in <220> to <223> section. 

(See^eTeral Register." 06/01/1998. Vol. 63, No. 104. pp. 29631-32) (Sec. 1.823 of Sequence Rules) 

Please do not use "Copy to Disk" function of Patentln version 2.0. This causes a corrupted file. 
resSng ; £ missing nfandatory numeric identifiers and responses (as indicated on raw sequence 
listing) Instead, please use "File Manager" or any other manual means to copy file to floppy disk. 

AMC - Biotechnology Systems Branch - 06/04/200 1 



o-> 
c--> 




OIPE 



SEQUENCE LISTING 
PATENT APPLICATION: US/09/993,420 



DATE: 12/06/2001 
TIME: 15:19:49 



input Set : A:\01997.201006.SEQLIST.TXT 
Output Set: N:\CRF3\12062001\I993420.raw 



4 <110> APPLICANT: Horvitz, H. Robert 

I 1* T?TLE r OF"NVE N ^ON: IDENTIFICATION AND CHARACTERIZATION OF A 

8 <12 ° GENE WHICH™t1cTS CELLS FROM PROGRAMMED CELL DEATH AND 

9 USES THEREOF 

11 <130> FILE REFERENCE: 01997/201006 

\] tlo> CURRENT APPLICATION NUMBER: US/09/993,420 

13 <141> CURRENT FILING DATE: 2001-11-06 

13 <150> PRIOR APPLICATION NUMBER: 09/234,186 

14 <151> PRIOR FILING DATE: 1999-01-20 

16 <150> PRIOR APPLICATION NUMBER: 07/898,933 

17 <151> PRIOR FILING DATE: 1992-06-12 

19 <150> PRIOR APPLICATION NUMBER: 07/927,681 
00 *151> PRIOR FILING DATE : 1992-08-10 

22 <150> PRIOR APPLICATION NUMBER : 08/288,295 

23 <151> PRIOR FILING DATE: 1994-08-10 

25 <150> PRIOR APPLICATION NUMBER: 08/801,248 

26 <151> PRIOR FILING DATE: 1997-02-19 
28 <160> NUMBER OF SEQ ID NOS : 8 

30 <170> SOFTWARE: FastSEQ for Windows Version 4.0 



Does Not Comply 
Corrected Diskette Needed 



ERRORED SEQUENCES 

245 <210> SEQ ID NO: 3 

246 <211> LENGTH: 280 

247 <212> TYPE: PRT 

248 <213> ORGANISM: Caenorrhabditis elegans 
250 <400> SEQUENCE: 3 

ar Ala ASP Asn sex 

10 



251 


Met 


Thr 


Arg 


Cys 


Thr 


Ala 


Asp 


252 


1 








5 




Gly 


253 


Arg 


Arg 


Thr 


Met 


Ala 


Thr 


254 








20 






Phe 


255 


Gly 


Thr 


Glu 


Pro 


Thr 


Asp 


256 






35 








Ala 


257 


Pro 


Ser 


Pro 


Ser 


Arg 


Gin 


258 




50 










55 


259 


Ser 


lie 


Asp 


Gly 


Lys 


lie 


Asn 


260 


65 










70 




261 


Glu 


Gly 


Phe 


Val 


Val 


Asp 


Tyr 


262 








85 


Ala 


Pro 


263 


Met 


Glu 


Trp 


Phe 


Gly 


264 








100 






Met 


265 


His 


Glu 


Met 


Met 


Arg 


Val 


266 






115 










267 


Glu 


Asn 


Phe 


Glu 


Thr 


Phe 


Cys 


268 


130 










135 



40 



120 



25 30 



■ 45 

Arg Arg Met Ser He Gly Gli 
60 

Glu Glu Pro Arg Leu Asp lie 
75 80 
His Arg He Arg Gin Asn Gl: 
90 95 
Pro Cys Gly Val Gin Pro Gli 
110 

He Phe Glu Lys Lys His Ali 
125 

Leu Leu Ala Val Pro Arg II 
140 



105 



file://C:\Crf3\Outhold\VsrI993420.htm 



12/6/01 



DATE: 12/06/2001 
RAW SEQUENCE LISTING . TIME : 15:19:50 

PATENT APPLICATION: US/09/993,420 

269 ser Phe Ser Leu Tyr JJJ.UP Va, v. A. Thr Val Gly Asn Ala 01. 

270 145 . rln cys Pre Met Ser Tyr Gly Arg Leu He Gly Leu lie Ser 

271 Thr Asp Gin Cys pro ^ 17b 

272 , J" Ma Ala L ys Met Met Glu Ser Val Glu Leu Gin 

273 Phe Gly Gly Phe Val Ala Ala Lys we 19Q 

' 274 180 a n Leu phe val Tyr Thr Ser Leu Phe He Lys Thr 

275 Gly Gin val Arg Asn Leu Phe Val xy 2Q5 

. ™ Arg ne Arg - Asn Trp Lys Glu His Asn Arg Ser Tr P As P Asp Phe 
- Met Z Leu Gly Lys Gin Met Lys Glu As P Tyr Glu Arg Ala Glu Ala 

280 225 t val Glv Arg Arg Lys Gin Asn Arg Arg Tr P Ser Met lie Gly 

281 Glu Lys val Gly Arg aiy i 25Q 255 

282 ' ^\ 
- - Gly -a lie Gly He Va! Gly vel val val Cys 

705 <210> SEQ ID NO: 8 

706 <2H> LENGTH: 239 

707 <212> TYPE: PRT 



708 <213> ORGANISM: Homo sapiens gWu* , Vte/*<v3 

Met°Ala E Hif Ala Gly Arg Thr Gly Tyr Asp Asn Arg Glu He val Met 
7 7 i? Lys Tyr He His Tyr Lys Leu Ser Gin Arg Gly Tyr Glu Trp As P Ala 
20 Ala pro Ala Pro Gly He 

715 Gly As P Val Gly Ala Ala Pro Pro y ^ 

716 35 , D rlv His Thr Pro His Pro Ala Ala Ser Arg Asp 

717 Phe Ser Ser Gin Pro Gly His Tnr Fr ^ 

718 50 Toi , rln Thr pro Ala Ala Pro Gly Ala 

719 Pro Val Ala Arg Thr Ser Pro Leu Gin Thr Pro 8Q 

]ll fia Ala Gly Pro Ala Leu Ser Pro Val Pro Pro Val val His Leu Ala 

- Leu Arg Gin Ala S, As P Asp Phe Ser Arg Arg Tyr Arg Gly As P Phe 

724 100 „•= tp„ Thr Pro Phe Thr Ala Arg Gly 

725 Ala Glu Met Ser Ser Gin Leu His Leu Thr ^ 

- Arg Phe S *r Val Val Glu Glu Leu Phe Arg Asp Gly Val Asn Tr P 
" ' S Gly Arg He Val Ala Phe Phe Glu Phe Gly Gly Val Met Cys Val Glu. 

• 730 145 a G iu Met Ser Pro Leu Val Asp Asn He Ala Leu Trp 

731 Ser Val Asn Arg Glu Met faer n ^ 175 

iio I 65 • t m c Thr TrD He Gin Asp Asn 

733 Met Thr Glu Tyr Leu Asn Arg His Leu His Thr Trp ^ 

734 180 , nh Vnl rlu Leu Tyr Gly Pro Ser Met Arg Pro 

735 Gly Gly Tr P Asp Ala Phe Val Glu Leu Ty ^ 

736 , 215 
L^P^Asp Phe Ser Tr P Leu Ser Leu Lys Thr Leu Leu Ser Leu AXa 




file://C:\Crf3\Outholu\VsrI993420.htm 



The type of errors shown exist throughout 
->> the Sequence Listing. Please check subsequent 
sequences for similar errors. 



12/6/01 



VERIFICATION SUMMARY J*™'" i?^?^?? 01 

PATENT APPLICATION : US/09/993,420 TIME: 15.19.51 

input Set : A:\01997.201006.SEQLIST.TXT 
Output Set: N:\CRF3\12062001\l993420.raw 



jig ^ sss sss-ss ^fs^p^ss - 

,7 -, « . fifii "n" or "Xaa" used, for SEQ ID#:1 

tT 2 6 M 3 1 5' or "Xaa" used, for SEQ ID.:1 

L:1 ^1; «' 46 -n" or "Xaa" used, for SEQ ID#:1 

L:129 M:341 W: 46 ^ or ^ ^ ^ ^ ^ ^ 

ESS MIL! «: (46,; n ;or J^^!^^,,* "56 SEQ: 3 

^737 M- 2 252 E- No ' of S e e q q '. SiffS: <211> L EN G TH:Input:239 Found: 2 08 SEQ:8 



file://C:\Crf3\Outhold\VsrI993420.htm 



12/6/01 



to 



C^nteiUlnforma"ti7n for 09/993420 



Day : Wednesday 

Date: 1/16/2002 
Time: 15:06:55 



Search Another: Application [ 




ppf TS FT AWED TECHNIC AT T V / NOT ENTERED INTC 



^^Fr^^TON^^^ DISPATCHED FROM 01 

A PPLICATION SCANNEDANr. DISP ATCHED FROM 01 

prr r] c^ u a c VED BY PREEXAM / GROl 



(To Go BACK Use BACK Button on Your BROWSER Tool Bar) 
Back to PALM J ASSIGNMENT! QASISJ Home page 
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Fatent / 



A\m TRADEMARK OmOE 



Commissioner for Patents 
United States Patent and Trademark Office 

i WASHINGTON. D.C. 20231 

www.uspto.gov 



ATTACHMENT TO "NOTICE TO COMPLY WITH 
REQUIREMENTS...SEQUENCE DISCLOSURES" 



Any reply including a sequence listing in electronic form should NOT be sent to the 
2023 1 zip code address for the United States Patent and Trademark Office, and instead 
should be submitted using one of the following methods: 

1. Electronically submitted through EFS-Bio ™ « , • • TT 

nitt p://www.usp tn pnv/ehc/efs/d nwnlnads/documents.htm, EFS Submission User 

Manual - eP AVE) 



2. Mailed to: 

U.S. Patent and Trademark Office 
Box Sequence, P.O. Box 2327 
Arlington, VA 22202 

3. Mailed by Federal Express, United Parcel Service or other delivery service 

U. S. Patent and Trademark Office 
201 1 South Clark Place 
Customer Window, Box Sequence 
Crystal Plaza Two, Lobby, Room 1B03 

Arlington, Virginia 22202 

4. Hand Carried directly to the Customer Window at: 

2011 South Clark Place 

Crystal Plaza Two, Lobby, Room 1B03, Box Sequence, 
Arlington, Virginia 22202 



Rev. 12/27/2001 



